Table S2. Definition and relative abundance of the KEGG pathways providing heavy metal resistance
of bacterial communities in soils

KEGGs Metal KEGGs function S1 S2 S3 S4 S5 Sé6 S7 S8 S9 S10
(gene)
K03892 As ArsR family 15.78 18.10 15.78 16.04 14.35 16.62 18.09 16.68 15.54 16.95
(arsR) transcriptional

regulator, AsO4+*/

AsO3%* / SbO5* -

responsive

transcriptional

repressor
K17686 Cu P-type Cut 12.06 13.60 11.23 13.10 13.61 12.90 12.02 14.68 13.72 12.21
(copA) transporter
K03709 Mn DtxR family 6.80 9.03 7.03 6.53 505 735 874 6.89 6.70 8.07
(troR) transcriptional

regulator, Mn-

dependent

transcriptional

regulator
K16264 Co/ Zn/Cd Co-Zn-Cd efflux 7.04 6.71 7.05 6.10 6.79 691 7.51 6.58 694 6.82
(czeD) system protein
K15726 Co/Zn/Cd  heavy metal efflux  6.88 6.47 7.27 7.77 1041 839 556 9.82 10.69 6.58
(czcA) system protein
K15727 Co/Zn/Cd membrane fusion 632 575 593 7.1 7.87 7.8 520 7.76 8.76 5.67
(czeB) protein, heavy metal

efflux system
K01534 Zn/Cd Zn2+/Cd2+-exporting4.55 492 370 543 388 4.19 357 372 3.14 558
(zntA) ATPase
K01533 Cu P-type Cu2+ 333 437 436 321 7.13 420 430 646 6.19 3.82
(copB) transporter
K02077 Zn/Mn Zn/Mn transport 396 435 454 446 324 390 4.69 2.69 296 4.72
(ABC.ZM.S) system substrate-

binding protein
K07787 Cu/Ag Cu/Ag efflux system 2.71 4.04 198 393 521 397 234 537 562 3.20
(cusA) protein
K07238 Zn Zn transporter, ZIP 393 393 374 332 202 338 406 195 185 4.60
(TC.ZIP) family
K03322 Mn Mn transport protein 3.83 3.51 444 378 233 382 373 215 259 463
(mntH)
K15725 Co/Zn/Cd  outer membrane 398 329 460 479 585 479 320 495 524 342
(czcC) protein, heavy metal

efflux system
K07245 Cu Cu resistance protein 3.53 2.56 440 195 141 184 421 0.81 0.84 3.07
(pcoD) D
K09816 Zn Zn transport system 291 247 190 243 286 209 275 283 235 226
(znuB) permease protein
K09815 Zn Zn transport system 3.23  2.17 1.87 249 277 179 293 282 207 257
(znuA) substrate-binding

protein
K02074 Zn/ Mn Zn/Mn transport 2.04 1.69 255 190 141 1.61 235 122 1.61 137
(ABC.ZM.A) system ATP-binding

protein




K02075 Zn/ Mn
(ABC.ZM.P)

K03893 As
(arsB)
K07665 Cu
(cusR)

Zn/Mn transport 1.94 132 248
system permease

protein
As pump membrane 2.85 1.04 2.02
protein
two-component 232 0.68 3.15

system, OmpR
family, Cu resistance
phosphate regulon
response regulator
CusR
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